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Affymetrix partners with AROS to accellerate the adoption of the
new GeneTitan™ platform

GeneTitan offers a new approach to microarray analysis. It’s highly automated
processes and non-cartridge based arrays give increased consistency and reprodu-
cibility as well as cost reductions.

According to Affymetrix, the GeneTitan is “the world’s first hands-free microarray
system”. It is a scalable platform suitable for medium and high throughput projects,
where hybridization, fluidics and scanning are integrated into one automated
process. Affymetrix estimates that the automation would significantly reduce the
amount of manual work required, and with the automation the risk of manual errors
is reduced and data reproducibility increased.

The GeneTitan is initially launched for expression profiling based on whole-genome
array plates with comprehensive coverage of the transcribed human, mouse and rat
genomes in 24 and 96 sample formats. Affymetrix has developed a dedicated ver-
sion of their 3’ IVT express labeling kit for the platform, however the possibility of
labeling with the NUGEN Ovation RNA Amplification System V2 also remains, and is
supported by Affymetrix.

During the second half of 2009, Affymetrix plans to launch assays in the peg array
format for genotyping on the GeneTitan platform. Other assays will follow.

AROS and Affymetrix will assist existing customers establishing a safe path for con-
verting onto the new platform, and help new customers exploring the opportunities
made available with the cost reductions in gene expression.

We will establish the final price list as we implement the system in July and August.
With the reductions in reagent costs and in manual handling, we expect that the
GeneTitan will enable us to reduce the per sample price by up to 50%.

We plan to be ready to run the first customer analyses

from mid August. The GeneTitan does not substitute the
existing platforms, and AROS will continue to offer analyses |
run on the current formats.

Please do not hesitate to get in touch with us, if you are
interested in learning more about microarray analyses run on GeneTitan.

Affymetrix GeneChip®
miRNA Array

AROS now offers miRNA expression
analysis on the Affymetrix GeneChip®
miRNA Array. This array type has a
comprehensive  miRNA coverage with
multiple organisms on a single array
(Human, mouse, rat, canine, monkey).
The array also contains the Sanger
miRNA database V11 content and
additional human small nuclear RNAs
(snoRNAs and scaRNAs).

A total of 7815 probe sets are
represented on the array. For detailed
information of the array content please
use the link: Enhanced Annotations, CSV
format (zip, 259 KB

The assay has the following specifica-
tions:

o Reproducibility: CVs < 10%

e Sensitivity: <10 attomoles

e Dynamic Range: 4 log10

e Specificity: 1 nucleotide discrimina-

tion

Rapid, 45 minute Labeling of Total

RNA

e In-Process Labeling QC Assay

e Low input amounts: 0.1 - 3ug total
RNA


http://affymetrix.com/products_services/arrays/specific/mi_rna.affx
http://affymetrix.com/products_services/arrays/specific/mi_rna.affx

TREX: a method for extraction of total RNA, microRNA and DNA from a

single PAXgene™ Blood RNA tube.
AROS has developed a cost-effective procedure for isolation of miRNA, DNA and total RNA from whole blood stabilized in PAXgene
Blood RNA tubes.

It is known that although different target stabilization and isolation methods may deliver RNA samples of high purity

and integrity as measured by the A260/280 and the RIN score, they may show highly different expression and miRNA

profiles. AROS has been working on developing more reliable and cost-effective methods for multiple material extrac-
tions from the same samples.

One of our focus areas has been the testing and optimization of RNA and miRNA isolation from peripheral blood stabi-
lized in PAXgene Blood RNA tubes on the Qiagen MDx Biorobot. Recently, we developed a procedure to rescue small RNA species (con-
taining miRNA) in addition to total RNA from whole blood stabilized in PAXgene Blood RNA tubes on the MDx BioRobot. This process also
includes isolation of DNA from a fraction of the stabilized blood and .

Recently, we reported data where the mRNA products were tested using Affymetrix U133plus 2.0 GeneChips and the miRNA was tested
using spotted locked nucleic acid-based microarrays (Kruhgffer et al. JMD 2007 Vol. 9, No. 4). This test showed that the procedure
enables us to isolate high quality total RNA, miRNA and DNA from a single PAXgene Blood RNA tube in sufficient yields for PCR and mi-
croarray analysis.

We have now extended the study by evaluating the performance of the TRI-X isolated miRNA on TagMan® MicroRNA Array v2.0 (ABI)
and compared these to miRNA isolated using Qiagen’s new PAXgene Blood miRNA Kit. The two methods show equal sensitivity, i.e.
detection of 75% of the 667 human miRNA represented on two card array set.

AROS is using Dried Blood Spot Samples (Guthrie cards) for Ge-

Drug Metabolism studies -
ADME on chip

From 1. June 2009 AROS offers the
Affymetrix DMET assay for drug
metabolism studies.

The DMET Plus Premier Pack standar-
dises drug metabolism studies and
enables faster discovery and mea-
surement of genetic variation asso-
ciated with drug response compared to
traditional methods.

The DMET Plus Panel features markers
in all FDA-validated genes and covers
more than 90 percent of the current
ADME Core markers as defined by the
PharmaADME group.

The assay contains:

e 1,936 drug metabolism markers in
225 genes

e Markers in all FDA-validated genes

o More than 90 percent of the ADME
Core markers as defined by the
PharmaADME group

e Translation table for automated
star allele analysis

For more detailed information, <click
here>

nome Wide Association Study (GWAS) on Schizophrenia

By Professor Ole Mors, MD, Ph.d., Psychiatric hospital, Aarhus University
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nia.

The research is based on blood samples routinely collected from heel pricks and dried onto
filter paper (Guthrie cards). Some of the dried down samples were more than 25 years old.
Very little was left of each blood spot(3 mm), and even after amplification, in many cases,
we had to work with quantities of DNA below what is normally required to run the high
density microarrays used in GWAS.

We engaged AROS to carry out this task for the project based on Illumina Human610-quad
chips.

The project contained a total of 1808 unique samples. Of these, eight samples could not be
amplified and was never put on chip. Despite the conditions of the sample material, less
than 4% of the samples had to be re-analyzed due to low call rates. For replicas done with
the same extraction but separate amplifications we achieved a reproducibility of 99.9%.
For replicas done on the same amplification the reproducibility was well over the 99.99%
stated by the product performance chart.

2S FNB OSNB LX SIFaSR gAGK GKS O2fftlo2N
engagement in addressing the specific challenges in the project, and competence and
drive for finding the optimal solutions are outstanding. These results show great promise
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AROS can carry out genomic analyses based on very small amounts of sample
material.

Through a collaboration with the laboratory that carried out the extraction and amplifi-
cation of DNA from Dried Blood Spot Samples in the above project, AROS is able to offer
extraction and DNA-based genomic analyses based on very small amounts of sample
material.

Please contact us, if you are interested in learning more about this.
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